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SBML. The Systems Biology Markup Language (SBML) is a machine-readable exchange language for
computational models in systems biology. Hucka, with Andrew Finney, Hamid Bolouri, Herbert Sauro,
John Doyle and Hiroaki Kitano, developed the first version in 2000. He continues to lead the international
SBML effort. SBML is supported by 250+ software tools worldwide (open-source and commercial).

SBML.org website (multiple generations). Hucka designed and implemented all aspects of the website,
including custom MediaWiki skins, custom MediaWiki PHP and Javascript extensions, HTML & graphics
content, site structure, back-end facilities, server operations, hardware configuration and management,
Linux systems management, and backup system, and continues to maintain the site and its infrastructure.

BioModels.net. In collaboration with Nicolas Le Noveére of the European Bioinformatics Institute (EBI) in
the UK, Hucka created BioModels.net for organizing several collateral efforts related to SBML and in-
teroperability. The partnership includes BioModels Database, the subject of this proposal, as well as re-
lated efforts on standards for curation (MIRIAM) and the Systems Biology Ontology (SBO).

Other activities. Hucka performs outreach activities, including seminars at summer courses such as the
Computational Cell Biology course at Cold Spring Harbor Labs, tutorials on SBML at conferences, and
others. He co-organized two international conferences, the 2" International Conference on Systems Bi-
ology (ICSB 2001) the 8th International Conference on Systems Biology (ICSB 2007). He is on the advi-
sory committees of several community resources, such as Identifiers.org.
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